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GENETIC STRUCTURE AND BREEDING PATTERNS OF BELUGA WHALES
O’Corry Crowe, @.!; Suydam, R.2?; Frost, K.J.? and Dizon, A.E.?!
1SWFSC, Box 271, La Jolla, CA. 92038; °North Slope Borough Dept.
wWildlife Management, Box 69, Barrow, AK 99723; ‘Alaska Dept.
Fish & Game, 1300 College Road, Fairbanks, AK 99701.

Knowledge of intraspecific subdivision and an understanding of
the proximate causes of such structure is essential for the
effective management of beluga whales. We investigated variation
in the mitochondrial genome (mtDNA) and at a number of
hypervariable nuclear loci to study intraspecific structure, social
organization and breeding patterns of beluga whales in Alaska and
northwest Canada. Sequence analysis of over 240 whales revealed
that average genetic diversity within mtDNA (D-loop) was low
(d=0.002) in comparison to other odontocetes. Variation at this
locus and a number of microsatellite loci indicates that many
putative populations of beluga, previously proposed on the basis
of disjunct summer distribution in nearshore waters, are
genetically differentiated from each other (AMOVA, ®st = 0.32). The
tracking of individual mtDNA haplotypes together with information
on gender, age and microsatellite profiles indicate that females
in some areas are more philopatric to their natal herds than males
and suggest that dispersal in males may be biased towards older
animals. Degpite limited individual dispersal howevexr, there may
be substantial gene flow among some populations. It is hypothesized
that the relatively low level of mtDNA variation in beluga reflects
a unique evolutionary history in a hostile environment while the
high degree of geographical partitioning of this variability is
influenced by the summer site fidelity of predominantly matrifocal
groupings. Although age and gender bias in dispersal is typical of
many vertebrate societies, the occurrence of discrete summering
populations in a common wintering area adds a unique dimension to
the reproductive and social behaviour of this cetacean.



Eleventh Biennial Conference
on the
Biology of Marine Mammals

O D
o)

Katherine Zecca ©'95

14 - 18 December 1995 Orlando, Florida, U.S.A.

" ABSTRACTS

fessional courtesy abstracts should not be cited without permission of the primary author. @ Printed on recycled paper.



	GENETIC STRUCTURE AND BREEDING PATTERNS OF BELUGA WHALES

